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SARS-CoV-2 infection. Emerg Infect Dis 27
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protection mechanism against primate lentiviruses. Proc Natl Acad Sci 118:e2025914118
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Transl Med 13:eabd8179
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onset. medRxiv
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host gene transcription as a potential therapeutic target. Sci Transl Med 12:eaaz0802
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CB Wilen, ] Wang, JC Tilton, JC Miller, KA Kim, EJ Rebar, SA Sherrill-Mix, SC Patro, AJ Secreto,
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X Zheng, SA Sherrill-Mix & Q Gao. 2007. Perceptual shape-based natural image representation and
retrieval. Proc IEEE Int Conf Semant Comput 2007:622—629

MC James, SA Sherrill-Mix, K Martin & RA Myers. 2006. Canadian waters provide critical foraging
habitat for leatherback sea turtles. Biol Conserv 133:347-357

RA Myers, SA Boudreau, RD Kenney, M] Moore, AA Rosenberg, SA Sherrill-Mix & B Worm. 2006.
Saving endangered whales at no cost. Curr Biol 17:R10-R11

ASGCT COVID-19 Symposium 2020
Presentation: LAMP-BEAC: Detection of SARS-CoV-2 RNA using RT-LAMP and molecular beacons

274 University of Pennsylvania Coronavirus Symposium 2020
Presentation: Probabilities of detecting SARS-CoV-2 by RT-qPCR testing

Keystone Symposia: HIV Pathogenesis and Cure (cancelled due to pandemic) 2020

Presentation: HIV-1 isolates from treatment interruption rebound plasma have higher p24 release
and interferon resistance than those from latent viral outgrowth

University of Pennsylvania Virology Seminar 2020
Presentation: Marked variation in the susceptibility of HIV-1 to type 1 interferon inhibition during
early, late and rebound infection

44" Cold Spring Harbor Meeting on Retroviruses 2019
Presentation: HIV-1 isolates from treatment interruption rebound plasma but not latent viral out-
growth are highly interferon resistant

University of Pennsylvania Virology Seminar 2019
Presentation: HIV-1 isolates from treatment interruption rebound serum but not latent viral out-
growth are highly interferon resistant

Keystone Symposia: Functional Cures and the Eradication of HIV 2019
Poster: HIV-1 isolates from viral rebound plasma are highly interferon resistant

4th NIH Strategies for an HIV Cure 2018
Poster: HIV-1 isolates from viral rebound plasma are highly interferon resistant

43 Cold Spring Harbor Meeting on Retroviruses 2018
Presentation: Type 1 interferon mediated viral control in early and late stage HIV-1 infection

Keystone Symposia: Progress and Pathways Toward an Effective HIV Vaccine 2018
Poster: Type 1 interferon mediated viral control in early and late stage HIV-1 infection

University of Pennsylvania Prokaryotic Seminar 2017

Presentation: Metagenomic bioinformatics: the search for a placental microbiome and a survey of
bilaterian gut communities

University of Pennsylvania Virology Seminar 2017
Presentation: The fall and the rise: longitudinal dynamics of interferon resistance in HIV-1

University of Pennsylvania Virology Seminar 2016
Presentation: Bayes and the hunt for a transmitted HIV phenotype

University of Pennsylvania Virology Seminar 2014
Presentation: HIV, endogenous retroviruses and isothermal PCR

Institute for Biomedical Informatics Annual Retreat 2014
Presentation: Splicing changes and chimeras during HIV infection revealed by RNA-Seq

38" Cold Spring Harbor Meeting on Retroviruses 2014
Poster: HIV and host cell RNA abundance analyzed by RNA-Seq

University of Pennsylvania Virology Seminar 2013
Presentation: High throughput analyses of lentiviral replication and latency

9" International R User Conference 2013
Presentation: glmnet and latent HIV: twists in the hunt for a cure

20" Conference on Retroviruses and Opportunistic Infections 2013

Presentation & Poster: HIV latency and integration site placement in five cell-based models

37" Cold Spring Harbor Meeting on Retroviruses 2012
Poster: HIV and host mRNA analyzed by high throughput sequencing
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SUPPORT

AWARDS

TEACHING

EXPERIENCE

19" Conference on Retroviruses and Opportunistic Infections 2012
Poster: Single molecule enrichment and sequencing of HIV: Exon utilization and novel ORFs

27" Annual Symposium on Sea Turtle Conservation and Biology 2007
Presentation: High latitude leatherback turtles: when do they migrate south?

IUCN Shark Specialist Group Red List Workshop 2004
Assessments: Scyliorhinus retifer, Scyliorhinus meadi, Somniosus microcephalus & Isistius plutodus

5th Mote International Symposium in Fisheries Ecology 2004

Poster: When does catch-per-unit-effort reflect abundance?

K22 AI152615 2021-2023
Identifying the source and biological properties of rebound virus from the latent HIV-1 reservoir

Patent 2017/099801: Composition, kits and methods to detect HIV virus 2017
PENN-PORT teaching and diversity course 2016
National Research Service Award in HIV Pathogenesis 2015-2017
CROI Young Investigator Award 2013
CROI Young Investigator Award 2012
National Research Service Award in Computational Genomics 2011-2013
Certificate in Living Marine Resource Ecology 2002
Florida State University Summa Cum Laude 2002
Phi Beta Kappa 2002
Japan Student Services Organization Exchange Scholarship 2001-2002
National Merit Scholar 1998-2002
Lecturer Probability and statistics for dental research
University of Pennsylvania — Fall 2017, Fall 2018, Fall 2019
Lecturer Programming for microbiologists workshop
University of Pennsylvania — Spring 2016
Teaching assistant Marine diversity
Dalhousie University — Fall 2006
Teaching assistant Introduction to biology I/1I

Dalhousie University — Fall 2004, Spring 2005, Fall 2005, Spring 2006

Consultant Department of Fisheries and Oceans Canada
Independent contractor NOV 2015-NoV 2016
Programmer analyst University of Pennsylvania
Philadelphia, Pennsylvania JUN 2008-SEP 2009
Consultant Canadian Sea Turtle Network
Independent contractor JAN 2008—JUL 2010
Consultant Atlantic Loggerhead & Leatherback Stock Assessments
Independent contractor FEB 2006-MAY 2008
Field biologist International Pacific Halibut Commission
Gulf of Alaska MAY 2003-SEP 2003
Fishery observer Frank Orth and Associates & Data Contractors, Inc.

California, Gulf of Alaska & Bering Sea SEP 2002-MAY 2003
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